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ABSTRACT

In the present study, 2 sets of multiplex PCR
primers were developed to identify 8 rice varieties
recommended in southern of Gifu prefecture. As
template DNAs for PCR, genomic DNAs of sample
milled leaf were extracted and purified by
ISOPLLANT KIT2. Rice genomic DNAs were
proliferated by PCR with the use of fifteen kinds of
"sequence-tagged site" (STS) primers. In result, It
became possible to identify of the rice varieties
recommended in southern of Gifu prefecture
(Akitakomachi, Hitomebore, Koshihikari, Shirayuki
hime, Asahinoyume, Minonishiki, Hatsushimo, Moti
minori) by multiplex PCR. In addition, It became
possible to detect of the rice varieties recommended
in southern of Gifu prefecture except Hatsushimo by
multiplex PCR using 4 primer { P5, F6, WK9, S13 ),
The present study suggest that the multiplex PCR
primer sets developed were effective in distinguish-
ing the rice varieties recommended in southern of
Gifu prefecture,
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